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from 6 x 6 x 5 μm3 sample of adult rat hippocam-

pal stratum radiatum neuropil (by Kristen Harris). 

Visualization of MCell models is with Blender.

Bakan & Bahar, PNAS   2009; 
Bakan et al. Bioinformatics 2011, 2014 and 2021

to cellular architecture,

Axon terminal

dendrite

Spine head

http://www.mmbios.org/

Ivet Bahar Pemra Doruker Burak Kaynak

http://mmbios.org/index.php/software
http://mmbios.org/index.php/software
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9:30-10:00 Welcome and Brief Overview by Ivet Bahar

10:00-11:20 Elastic Network Models (ENMs) and Collective Motions. Basic Theory and 

Methods, Ivet Bahar

11:20-11:40 Break / Social

11:40-1:00 Ensemble Analysis of Structures for Inferring Functional Mechanisms, 

DynOmics Server, Pemra Doruker

1:00-1:20 Q & A and Lunch / Dinner break

2:00-3:30 ProDy API Basics, Burak Kaynak
GNM Analysis of Equilibrium Dynamics, Burak Kaynak

3:30-3:50 Break / Social

3:50-5:45 ANM Analysis of Collective Motions and Visualization by NMWiz, Burak Kaynak
Ensemble Analysis by ProDy, Bentley Wingert

Day 1: Collective Dynamics of Proteins Using Elastic Network Models

http://prody.csb.pitt.edu/tutorials/prody_tutorial/
http://prody.csb.pitt.edu/tutorials/enm_analysis/gnm.html
http://prody.csb.pitt.edu/tutorials/enm_analysis/anm.html
http://prody.csb.pitt.edu/tutorials/ensemble_analysis/


Agenda

8

10:00-11:20 Evol: Bridging Sequence and Structure,; Signature Dynamics of Protein 

Families, ENM for Membrane Proteins Pemra Doruker

11:20-11:40 Break / Social

11:40-1:00 Allostery and Druggability Simulations, Burak Kaynak and Pemra Doruker, 

1:00-1:20 Q & A and Lunch / Dinner break

2:00-3:30 Evol and SignDy, Daniel Penaherrera and Bentley Wingert
Membrane ANM, Daniel Penaherrera

3:30-3:50 Break / Social

3:50-5:45 ESSA, Burak Kaynak
Druggability Suite, Jiyoung Lee

Day 2: Bridging Sequence, Structure and Function, Allostery, Druggability

http://prody.csb.pitt.edu/tutorials/evol_tutorial/
http://prody.csb.pitt.edu/tutorials/signdy_tutorial/
http://prody.csb.pitt.edu/tutorials/membrane_anm/
http://prody.csb.pitt.edu/tutorials/essa_tutorial/
http://prody.csb.pitt.edu/tutorials/drugui_tutorial/

